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actin, actin-modulating protein, F-actin sever-
ing protein, gelsolin/fragmin, Mimosa pu-
dica, Yamashiro, Kameyama, Kanzawa, Ta-
miya, Mabuchi, Tsuchiya, 243

actin-modulating protein, actin, F-actin sever-
ing protein, gelsolin/fragmin, Mimosa pu-
dica, Yamashiro, Kameyama, Kanzawa, Ta-
miya, Mabuchi, Tsuchiya, 243

activation, autolysis, calpain, dissociation, EF-
hand, Nakagawa, Masumoto, Sorimachi,
Suzuki, 605

active site residue, acetyl-CoA, synthetase,
Bradyrhizobium japonicum, site-directed
mutagenesis, steady-state kinetics, Lee, Na,
Koo, Kim, 807

ADAMTS, disintegrin-like, metalloprotease,
thrombospondin type-1, thrombotic throm-
bocytopenic purpura, von Willebrand factor,
vWF-cleaving protease, Soejima, Mimura,
Hiroshima, Maeda, Hamamoto, Nakagaki,
Nazaki, 475

additive, Momordica charantia, RNase MCl,
site-directed mutagenesis, substrate bind-
ing, Numata, Kimura, 621

adenosylcobalamin, coenzyme B12, density-
functional-theory computation, diol dehy-
dratase, enzymatic radical catalysis, Tbra-
ya, Eda, Kamachi, Yoshizawa, 865

adenylate kinase, inhomogeneity, monoclonal
antibody, optical biosensor, sensorgram,
Luo, Zhou, Zou, Shen, 553

adhesion, extracellular matrix, infection, lami-
nin-binding protein, Leishmania donovani,
Bandyopadhyay, Karmakar, Ghosh, Das,
141

adipocyte-derived leucine aminopeptidase,
exon, genomic organization, intron, placen-
tal leucine aminopeptidase/oxytocinase,
Hattori, Matsumoto, Mizutani, Tsujimoto,
235

ADP-induced platelet aggregation, disinte-
grin, laser-light scattering, platelet shape

change, snake venom, Okuda, Morita, 407
adrenodaxin, cytochrome P450cam, cyto-

chrome P450scc, EPR, putidaredoxin, Take-
uchi, Tsubaki, Futagawa, Masuya, Hori,
789

aggregation, deamidation, hen lysozyme, race-
mization, sucrose, trehalose, Ueda, Nagata,
Imoto, 491

Aib, channel-forming peptide, frequency of
channel formation, ion selectivity, Hara,
Komada, Higashimoto, Yamaguchi, Jelok-
hani-Niaraki, Ehara, Konda, 749

ALG-2, calcium-binding protein, calpain,
Dictyostelium, penta-EF-hand, Ohkouchi,
Nishio, Maeda, Hitonu, Adachi, Maki, 207

alveolar type II cell, annexin, lamellar body,
pulmonary surfactant, secretion, Sohma,
Ohkawa, Akino, Kuroki, 449

Alzheimer's disease, amyloid p peptide, nepril-
ysin, neutral endopeptidase, Sindbis virus,
Hama, Shirotam, Masumoto, Sekine-
Aizawa, Aizawa, Saido, 721

D-amino acid-containing peptide, a-amino-
acid esterase, a-amino acid ester hydrolase,
Bacillus mycoides, enzymatic peptide syn-
thesis, Sugihara, Shimada, Sugihara,
Nagao, Watanabe, Tbminaga, 119

D-amino acid oxidase, charge-transfer com-
plex, enzyme-ligand interaction, flavoen-
zyme, Raman spectra, Nishina, Sato, Shi,
Setoyama, Miura, Shiga, 637

amino acid replacement, intramolecular chap-
erone, propeptide, refolding, subtilisin, ter-
tiary-structure-forming mutant, Kojima,
Yanai, Miura, 471

—, ATPase activity, nuclear magnetic reso-
nance (NMR), nucleotide binding, reconsti-
tution of the oLJlj-y complex, Tbzawa, Yogi,
Hisamatsu, Ozawa, Yoshida, Akutsu, 527

amino acid specificity, aminoacylation, non-
canonical amino acid, site-directed muta-
genesis, tyrosyl-tRNA synthetase, Ohno,
Yokogawa, Nishikawa, 417

aminoacylation, amino acid specificity, non-
canonical amino acid, site-directed muta-
genesis, tyrosyl-tRNA synthetase, Ohno,
Yokogawa, Nishikawa, 417

aminotransferase, dual-substrate enzyme,
ping-pong bi-bi mechanism, substrate speci-
ficity, Thermus thermophilus, Ura, Nakai,
Kawaguchi, Miyahara, Hirotsu, Kuramitsu,
89

amphiphilic a-helix, antibacterial peptide,
bacterial membrane, insect, serine protease,
Tsuji, Aoyama, Takeuchi, Homma, Taka-
hashi, Nakajima, Shimada, Natori, 313

amyloid p peptide, Alzheimer's disease, nepril-
ysin, neutral endopeptidase, Sindbis virus,
Hama, Shirotani, Masumoto, Sekine-
Aizawa, Aizawa, Saido, 721

androgenetic embryo, imprinting, imprinted
gene, parthenogenetic embryo, Hatada,
Morita, Obata, Sotomaru, Shimoda, Kono,
187

annexin, alveolar type II cell, lamellar body,
pulmonary surfactant, secretion, Sohma,

Ohkawa, Akino, Kuroki, 449
antibacterial peptide, amphiphilic a-helix,

bacterial membrane, insect, serine protease,
Tsuji, Aoyama, Takeuchi, Homma, Taka-
hashi, Nakajima, Shimada, Natori, 313

antibody variable region, chimeric receptor,
erythropoietin receptor, gpl30, heterodimer,
Kawahara, Ueda, Tsumoto, Kumagai,
Mahoney, Nagamune, 305

antiaxidant enzyme, endothelial cell, lipopro-
tein, peroxynitrite, reactive oxygen species,
Matsunaga, Nakajima, Sonoda, Koyama,
Kawai, Inoue, Katayama, Hirano, Hokari,
Hokan, and Komoda, 285

apoptosis, ASK1, death receptor, MAP kinase,
mitochondria, Matsuzawa, Ichijo, 1

—, calcineurin B—like protein, NHE, serine/
threonine kinase, Matsumoto, Miyake, Na-
gita, Inoue, Shitakubo, Takemoto, Ohtsuka,
Murakami, Nakamura, Kanazawa, 217

—, caspase-3, cytoskeleton, filamin, proteoly-
sis, Umeda, Kouchi, Kawahara, Tonuoka,
Sasagawa, Maeda, Sorimachi, Ishiura,
Suzuki, 535

—, Bcl-2, breast cancer, paclitaxel (Taxol),
phosphorylation, Shitashige, Toi, Yano, Shi-
bata, Matsuo, Shibasaki, 741

—, cell cycle arrest, rice lectin, mistletoe,
tumor cells, wheat germ, Miyoshi, Koyama,
Katsuno, Hayakawa, Mita, Ohta, Kaji, Ise-
mura, 799

aquatic bacterium, branched-chain fatty acid,
hemagglutinin, influenza virus, phosphatid-
ylinositoL, Guo, Ohta, Yoshimoto, Nakata,
Shortndge, Takahashi, Suzuki, Miyamoto,
Jwa Hidari, Suzuki, 377

arginine-specinc ADP-ribosyltransferase, giz-
zard, GPI-anchor, PI3-kinase, smooth mus-
cle cell, Yamada, Terashima, Shimoyama,
Tsuchiya, 335

aromatherapy, fragrance, GABAA receptor,
potentiation, Xenopus oocyte, Aoshima,
Hossain, Hamamoto, Yokoyama, Yamada,
Shingai, 703

ASK1, apoptosis, death receptor, MAP kinase,
mitochondria, Matsuzawa, Ichijo, 1

ATP synthase, ATPase inhibitor (IF,), F,FO-
ATPase, mitochondria, regulation, Ichi-
kawa, Karaki, Kawabata, Ushida, Mizu-
shima, Hashimoto, 687

ATPase, calcium, cardiac muscle, hypertrophy,
troponin, Takahashi-Yanaga, Ohtsuki,
Morimoto, 127

ATPase activity, amino acid replacement,
nuclear magnetic resonance (NMR), nucleo-
tide binding, reconstitution of the ot̂ 3"y
complex, Tozawa, Yogi, Hisamatsu, Ozawa,
Yoshida, Akutsu, 527

ATPase inhibitor, F^oATPase, intramitochon-
drial ATP, mitochondrial membrane poten-
tial, respiration-deficient mutant, Lu, Miya-
zawa, Yamaguchi, Nowaki, Iwatsuki, WaJlta-
matsu, Ichikawa, Hashimoto, 873

ATPase inhibitor (IF,), ATP synthase, F,F0-
ATPase, mitochondria, regulation, Ichi-
kawa, Karaki, Kawabata, Ushida, Mizu-
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shima, Hashimoto, 687
autolysis, activation, calpain, dissociation, EF-

hand, Nakagawa, Masumoto, Sonmachi,
Suzuki, 605

autoprocessing enzyme, pro-region, protein
engineering, substrate specificity, subtilisin
E, Takahashi, Hasuura, Nakamori, Thkagi,
99

B

fj-galactosidase, frequency-domain fluorome-
try, protein stability, SDS, UAuria, Cesare,
Gryczynski, Rossi, Lakowicz, 13

Bacillus mycoides, a-amino-acid esterase, a-
amino acid ester hydrolase, D-amino acid-
containing peptide, enzymatic peptide syn-
thesis, Sugihara, Shimada, Sugihara, Na-
gao, Watanabe, Tbminaga, 119

Bacillus subtUis, cloning, missing gene, Na*/
H* antiporter, nhaG, Gouda, Kuroda, Hira-
matsu, Nozaki, Kuroda, Mizushima,
Tsuchiya, 711

bacterial membrane, amphiphilic ot-helix,
antibacterial peptide, insect, serine pro-
tease, Tsuji, Aoyama, Thkeuchi, Homma,
Thkahashi, Nakajima, Shimada, Natori,
313

bacterial photosynthetic reaction center, elec-
tron transfer, membrane protein, three-
dimensional structure, X-ray crystallogra-
phy, Nogi, Miki, 319

Bcl-2, apoptosis, breast cancer, paclitaxel
(Taxol), phosphorylation, Shitashige, Tbi,
Yano, Shibata, Matsuo, Shibasaki, 741

bdellin, Hirudo nipponia, leech genomic
library, plasmin inhibitor, trypsin inhibitor,
Kim, Choi, Lee, Kong, 431

binding, nucleophile, kinetic partitioning, re-
activity, transgalactosylation, Petzelbauer,
Splechtna, Nidetzky, 341

binding protein, GlcNAc 2-epimerase, nucleo-
tides, renin, Takahashi, Hori, Takahashi,
Ogasawara, Tomatsu, Saito, 815

biological rhythm, budding yeast, GTSl gene,
oscillatory expression, promoter, Tonozuka,
Wang, Mitsui, Saito, Hamada, Tsurugi, 589

biotin synthase, chemical modification, iron-
sulfur cluster, site-directed mutagenesis,
Farh, Hwang, Steinrauf, Chiang, Shiuan,
627

blocking antibodies, carbohydrate recogni-
tion, enzyme-linked immunosorbent assay,
Escherichia coli, Shiga toxin, Imai, Matsu-
ura, Ono, Ishikawa, Ito, 665

Bombyx, cathepsin L, cysteine proteinase,
inhibitor, propeptide, Kurata, Yamamoto,
Watabe, Makino, Ogawa, Takahashi, 857

bone marrow cells, CH-296, gene transfer, gib-
bon ape leukemia virus, retrovirus vector,
Chono, Yoshioka, Ueno, Koto, 331

bovine liver glutamate dehydrogenase, mild
denaturation, molten globule state, octyl
glucoside, Ghobadi, Safarian, Moosavi-
Mouahedi, Hanjbar, 671

Bradyrhizobium japonicum, acetyl-CoA, syn-
thetase, active site residue, site-directed
mutagenesis, steady-state kinetics, Lee, Na,
Koo, Kim, 807

brain, glycogen debranching enzyme, enzyme
purification, glycogen, Narahara, Makino,

Omichi, 465
brain-derived neurotrophic factor, FRS2/SNTJ

neurotrophin, receptor tyrosine kinase, sig-
nal transduction, Yamada, Suzuki, Mizu-
tani, Asada, Matozaki, Ikeuchi, Koizumi,
Hatanaka, 157

branched-chain fatty acid, aquatic bacterium,
hemagglutinin, influenza virus, phosphatid-
ylinositol, Guo, Ohio, Yoshimoto, Nakata,
Shortridge, Thkahashi, Suzuki, Miyamoto,
Jwa Hidari, Suzuki, 377

breast cancer, apoptosis, Bcl-2, paclitaxel
(Taxol), phosphorylation, Shitashige, Tbi,
Yarn, Shibata, Matsuo, Shibasaki, 741

brushborder membrane, intestinal mucosa,
serine protease, subcellular localization,
substrate specificity, Kishi, Yamazaki, Yasu-
da, Yahagi, Ichinose, Tsuchiya, Athauda,
Inoue, Takahashi, 425

budding yeast, biological rhythm, GTSl gene,
oscillatory expression, promoter, Tonozuka,
Wang, Mitsui, Saita, Hamada, Tsurugi, 589

13C-carbonyl NMR, CRP, protein-protein
interaction, RNA polymerase, transcription
regulation, Lee, Won, Park, Kyogoku, Lee, 57

CaaVcalmodulin, cAMP-dependent protein ki-
nase, CaM-kinase kinase, phosphorylation
site, protein phosphorylation, Okuno, Kita-
ni, Fujisawa, 503

—, cAMP-dependent protein kinase, CaM-
kinase kinase, phosphorylation ate, protein
phosphorylation, Kitani, Okuno, Fujisawa,
515

Caenorhabditis elegans, cloning, ERp57,
transglutaminase, Natsuka, Takubo, Seki,
Ikura, 731

calcineurin B-like protein, apoptosis, NHE,
serine/threonine kinase, Matsumoto, Miya-
ke, NagUa, Inoue, Shitakubo, Takemoto, Oh-
tsuka, Murakami, Nakamura, Kanazawa,
217

calcium, ATPase, cardiac muscle, hypertrophy,
troponin, Takahashi-Yanaga, Ohtsuki,
Morimoto, 127

calcium-binding protein, ALG-2, calpain, Dic-
tyostelium, penta-EF-hand, Ohkouchi,
Nishio, Maeda, Hitomi, Adachi, Maki, 207

calnexin, glycosylation of lysozyme, quality
control, Saccharomyces cerevisiae, Song,
Sata, Saito, Usui, Azakami, Koto, 757

calpain, ALG-2, calcium-binding protein, Die-
tyostelium, penta-EF-hand, Ohkouchi,
Nishio, Maeda, Hitomi, Adachi, Maki, 207

—, activation, autolysis, dissociation, EF-
hand, Nakagawa, Masumoto, Sorimachi,
Suzuki, 605

CaM-kinase, cDNA sequence, nuclear protein,
protein kinase phosphatase, protein phos-
phatase, Takeuchi, hhida, Kameshita, Kita-
ni, Okuno, Fujisawa, 833

CaM-kinase kinase, cAMP-dependent protein
kinase, Ca'Vcalmodulin, phosphorylation
site, protein phosphorylation, Okuno, Kita-
ni, Fujisawa, 503

—, cAMP-dependent protein kinase, Ca27
calmodulin, phosphorylation site, protein
phosphorylation, Kitani, Okuno, Fujisawa,
515

cAMP-dependent protein kinase, Ca'Vcalmod-
ulin, CaM-kinase kinase, phosphorylation

site, protein phosphorylation, Okuno, Kita-
ni, Fujisawa, 503

—, Ca'Vcalmodulin, CaM-kinase kinase, phos-
phorylation site, protein phosphorylation,
Kitani, Okuno, Fujisawa, 515

carbohydrate-binding proteins, cell prolifera-
tion, Thomsen-Friedenreich disaccharide,
Irazoqui, Jansson, Lopez, Nores, 33

carbohydrate recognition, blocking antibod-
ies, enzyme-linked immunosorbent assay,
Escherichia coli, Shiga toxin, Imai, Matsu-
ura, Ono, Ishikawa, Ito, 665

cardiac muscle, ATPase, calcium, hypertrophy,
troponin, Takahashi-Yanaga, Ohtsuki,
Morimoto, 127

caspase-3, apoptosis, cytoskeleton, filamin,
proteolysis, Umeda, Kouchi, Kawahara,
Tomioka, Sasagawa, Maeda, Sorimachi,
Ishiura, Suzuki, 535

cathepsin L, Bombyx, cyBteine proteinase,
inhibitor, propeptide, Kurata, Yamamoto,
Watabe, Makino, Ogawa, Thkahashi, 857

CCN family, chondrocyte, CTGF, HCS-2/8,
transcription, Eguchi, Kubota, Hondo,
Shimo, Hattori, Nakanishi, Kuboki, Yatani,
Thkigawa,79

cDNA sequence, CaM-kinase, nuclear protein,
protein kinase phosphatase, protein phos-
phatase, Takeuchi, Ishida, Kameshita, Kita-
ni, Okuno, Fujisawa, 833

cell cycle arrest, apoptosis, rice lectin, mistle-
toe, tumor cells, wheat germ, Miyoshi,
Koyama, Katsuno, Hayakawa, Mita, Ohta,
Kaji, Isemura, 799

cell proliferation, carbohydrate-binding pro-
teins, Thomsen-Friedenreich disaccharide,
Irazoqui, Jansson, Lopez, Nores, 33

CH-296, bone marrow cells, gene transfer, gib-
bon ape leukemia virus, retrovirus vector,
Chono, Yoshioka, Ueno, Kato, 331

channel-forming peptide, Aib, frequency of
channel formation, ion selectivity, Hara,
Komada, Higashimoto, Yamaguchi, Jelok-
hani-Niaraki, Ehara, Kondo, 749

charge-transfer complex, D-amino acid oxi-
dase, enzyme-ligand interaction, flavoen-
zyme, Raman spectra, Nishina, Sato, Shi,
Setoyama, Miura, Shiga, 637

chemical modification, biotin synthase, iron-
sulfur cluster, site-directed mutagenesis,
Farh, Hwang Steinrauf, Chiang, Shiuan,
627

chimeric mutant, G protein, G protein—cou-
pled receptor, metabotropic glutamate re-
ceptor, rhodopsin, Yamashita, Terakita, Shi-
chida, 149

chimeric receptor, antibody variable region,
erythropoietin receptor, gpl30, heterodimer,
Kawahara, Veda, Tsumoto, Kumagai,
Mahoney, Nagamune, 305

chitooligosaccharide, chitosanase, subsite,
substrate binding, unfolding, Tremblay,
Yamaguchi, Fukamizo, Brzezinski, 679

chitosanaae, chitooligoeaccharide, subsite,
substrate binding, unfolding, Tremblay,
Yamaguchi, Fukamizo, Brzezinski, 679

choline acetyltransferase, acetylcholine, high
affinity choline transport, phosphatidylcho-
line, retinoic acid, Bussiere, Vance, Campe-
not, Vance, 561

chondrocyte, CCN family, CTGF, HCS-2/8,
transcription, Eguchi, Kubota, Kondo,
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Shima, Hattori, Nakanishi, Kuboki, Yatani,
Takigawa, 79

chymotrypsin, N-terminus, photoactive yellow
protein, photocycle, pKm, Harigai, Yasuda,
Imamoto, Yoshihara, Tbkunaga, Kataoka,
51

cloning, Bacillus subtilis, missing gene, NaV
H* antiporter, nhaG, Gouda, Kuroda, Hira-
matsu, Nozaki, Kuroda, Mizushima,
Tsuchiya, 711

—, Caenorhabditis elegans, ERp57, trans-
glutaminase, Natsuka, Takubo, Seki, Ikura,
731

cobalt, halophilicity, metalloproteinase, ther-
molysin, zinc, Kuzuya, Inouye, 783

coenzyme B ^ adenosylcobalamin, density-
functional-theory computation, diol dehy-
dratase, enzymatic radical catalysis, Tbra-
ya, Eda, Kamachi, Yoshizawa, 865

complement regulatory protein, mouse mem-
brane cofactor protein (CD46), short consen-
sus repeats (SCR), soluble isoforms, tran-
scriptome, Tsujimura, Nunoue, Inoue, Shi-
da, Kunta-Taniguchi, Matsumoto, Nomura,
Tbkeya, Seya, 841

CRP, 13C-carbonyl NMR, protein-protein
interaction, RNA polymerase, transcription
regulation, Lee, Won, Park, Kyogoku, Lee, 57

crystallization, DNA primase, DNA replica-
tion, hyperthermophilic archaeon, X-ray
crystallography, Ito, Nureki, Shirouzu, Yoko-
yama, Hanaoka, 727

CTGF, CCN family, chondrocyte, HCS-2/8,
transcription, Bguchi, Kubota, Kondo,
Shima, Hattori, Nakanishi, Kuboki, Yatani,
Takigawa, 79

cucumber, glutamyl endopeptidase, inhibitor,
Yamauchi, Ejiri, Sugimoto, Sueyoshi, Oji,
Tanaka, 257

CUG-BP, DMPK, myotonic dystrophy, triplex
repeat, Takahashi, Sasagawa, Usuki, Kino,
Kawahara, Sorimachi, Maeda, Suzuki, Ishi-
ura, 581

CYP51, cytochrome P450, gonadotropin, meio-
sis-activating steroid, ovary, Yamashita, Ao-
yama, Noshiro, Yoshida, 849

cysteine desulfurase, Escherichia coli, gene
disruption, iron-sulfur cluster, IscS, Tbku-
moto, Takahashi, 63

cysteine proteinase, Bombyx, cathepsin L,
inhibitor, propeptide, Kurata, Yamamoto,
Watabe, Makina, Ogawa, Takahashi, 857

cytochrome P450, CYP51, gonadotropin, meio-
sis-activating steroid, ovary, Yamashita, Ao-
yama, Noshiro, Yoshida, 849

cytochrome P450cam, adrenodoxin, cyto-
chrome P450SCC, EPR, putidaredoxin, Take-
uchi, Tsubaki, Futagawa, Masuya, Hori,
789

cytochrome P450scc, adrenodoxin, cytochrome
P450cam, EPR, putidaredoxin, Takeuchi,
Tsubaki, Futagawa, Masuya, Hori, 789

cytoskeleton, apoptosis, caspase-3, filamin,
proteolysis, Umeda, Kouchi, Kawahara,
Tbmioka, Sasagawa, Maeda, Sorimachi,
hhiura, Suzuki, 535

cytotoxic molecules, microglia, neurotrophic
molecules, pathology, phagocytes, Naka-
jima, Kohsaka, 169

D

damaged DNA, iV-methoxycytosine, muta-
genesis, Watson-Crick type pairing with
non-complementary bases, X-ray structure,
Hossain, Chatake, Hikima, Tsunoda, Suna-
mi, Ueno, Matsuda, Tak6naka, 9

deamidation, aggregation, hen lysozyme, race-
mization, sucrose, trehalose, Veda, Nagata,
Imoto, 491

death receptor, apoptosis, ASK1, MAP kinase,
mitochondria, Matsuzawa, Ichijo, 1

decoding center, protein-RNA interactions,
ribosome, RNA-binding protein, X-ray
structure, Hosaka, Yao, Kimura, Tanaka,
695

density-functional-theory computation, adeno-
sylcobalamin, coenzyme B12, diol dehy-
dratase, enzymatic radical catalysis, Tora-
ya, Eda, Kamachi, Yoshizawa, 865

Dictyostelium, ALG-2, calcium-binding pro-
tein, calpain, penta-EF-hand, Ohkouchi,
Nishio, Maeda, Hitomi, Adactu, Maki, 207

differential scanning calorimetry, hydropho-
bic interaction electrostatic interaction,
melittin, membrane fusion, Higashino, Ma-
tsui, Ohki, 393

differentiation, haematopoietic cell, hepato-
cyte, homeobox gene, transcription factor,
Kikkawa, Hinata, Keng, Myint, Sato, Yama-
da, Tanaka, Noguchi, 885

dihydrofolate reductase, enzyme function,
point mutations, structural stability, tryp-
tophan residues, Ohmae, Sasaki, Gekko,
439

diol dehydratase, adenosylcobalamin, coen-
zyme BJJ, density-functional-theory compu-
tation, enzymatic radical catalysis, Toraya,
Eda, Kamachi, Yoshizawa, 865

disintegrin, ADP-induced platelet aggrega-
tion, laser-light scattering, platelet shape
change, snake venom, Okuda, Morita, 407

disintegrin-like, ADAMTS, metalloprotease,
thrombospondin type-1, thrombotic throm-
bocytopenic purpura, von Willebrand factor,
vWF-cleaving protease, Soejima, Mimura,
Hiroshima, Maeda, Hamamoto, Nakagaki,
Nozaki, 475

dissociation, activation, autolysis, calpain, EF-
hand, Nakagawa, Masumoto, Sorimachi,
Suzuki, 605

DMPK, CUG-BP, myotonic dystrophy, triplex
repeat, Takahashi, Sasagawa, Usuki, Kino,
Kawahara, Sorimachi, Maeda, Suzuki, Ishi-
ura, 581

DNA methylation, DNA methyltransferase,
mature eggs, monoclonal antibody, Xenopus
laevis, Shi, Suetake, Kawakami, Aimoto,
Tajima, 359

DNA methyltransferase, DNA methylation,
mature eggs, monoclonal antibody, Xenopus
laevis, Shi, Suetake, Kawakami, Aimoto,
Tajima, 359

DNA polymerase a, protein B23, protein iso-
forms, Umekawa, Sato, Takemura, Wata-
nabe, Usui, Takahashi, Yoshida, Olson,
Furuichi, 199

DNA polymerase f3, DNA topoisomerase n,
docking simulation, enzyme inhibitor, inter-
action interface, lithocholic acid, Mizushina,
Kasai, Sugawara, lido, Yoshida, Sakaguchi,
657

DNA primase, crystallization, DNA replica-
tion, hyperthermophilic archaeon, X-ray
crystallography, Ito, Nureki, Shirouzu, Yoko-
yama, Hanaoka, 727

DNA replication, initiator protein, plasmid,
positive selection of mutants, pSClOl,
Fueki, Yamaguchi, 399

—, crystallization, DNA primase, hyperther-
mophilic archaeon, X-ray crystallography,
Ito, Nureki, Shirouzu, Yokoyama, Hanaoka,
727

DNA topoisomerase n, DNA polymerase p,
docking simulation, enzyme inhibitor, inter-
action interface, lithocholic acid, Mizushina,
Kasai, Sugawara, lido, Yoshida, Sakaguchi,
657

docking simulation, DNA polymerase fi, DNA
topoisomerase II, enzyme inhibitor, interac-
tion interface, lithocholic acid, Mizushina,
Kasai, Sugaivara, lida, Yoshida, Sakaguchi,
657

DSC, fluorescence, gramicidin, interdigitation,
lysophosphatidylcholine, Onda, Hayashi,
Mita, 613

dual specificity phosphatase, MAP kinase,
protein dephosphorylation, testis, Aoki, Ao-
yama, Nagata, Matsuda, 133

dual-substrate enzyme, aminotransferase,
ping-pong bi-bi mechanism, substrate speci-
ficity, Thermus thermophilus, Ura, Nakai,
Kawaguchi, Miyahara, Hirotsu, Kuramitsu,
89

E

early endosome, membrane trafficking, self-
assembly, sorting nexin 1, Nakamura, Sun-
Wada, Yamamoto, Wada, Futai, 765

EBV, Fab, human monoclonal antibody, oligo
clone, TNFa, Takekoshi, Maeda, Nagatsuka,
Aotsuka, Ono, Ihara, 299

eclosion hormone, folding, GroE, molecule
chaperone, protein disulfide isomerase,
Fujita, Yoshida, 575

EF-hand, activation, autolysis, calpain, disso-
ciation, Nakagawa, Masumoto, Sorimachi,
Suzuki, 605

electron paramagnetic resonance spectros-
copy, heme, neuronal nitric oxide synthase,
nitric oxide synthase, X-ray absorption
spectroscopy, Cosper, Scott, Hori, Nishino,
Iwasaki, 191

electron transfer, bacterial photosynthetic re-
action center, membrane protein, three-di-
mensional structure, X-ray crystallography,
Nogi, Miki, 319

—, flavin-binding motif, NADH-cytochrome 65
reductase, protein stability, site-directed
mutagenesis, Kimura, Nishida, Iyanagi,
481

endocytosis, macrophage, osteoclast, phago-
some, Sakai, Miyamoto, Okamoto, Koto,
Yamamoto, Sakai, 823

endogiycoceramidase, fluorescence-labeling,
glycosphingolipids, reverse hydrolysis,
transglycosylation, Horibata, Higashi, Ito,
263

endothelial cell, antioxidant enzyme, lipopro-
tein, peroxynitrite, reactive oxygen species,
Matsunaga, Nakajima, Sonoda, Koyama,
Kawai, Inoue, Katayama, Hirano, Hokari,
Hokari, and Komoda, 285

enzymatic peptide synthesis, a-amino-acid
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esterase, a-amino acid ester hydrolase,
Bacillus mycoides, D-amino acid—containing
peptide, Sugihara, Shimada, Sugihara,
Nagao, Watanabe, Tominaga, 119

enzymatic radical catalysis, adenosylcobal-
amin, coenzyme B ^ density-functional-the-
ory computation, diol dehydratase, Tbraya,
Eda, Kamachi, Yoshizawa, 865

enzyme function, dihydrofolate reductase,
point mutations, structural stability, tryp-
tophan residues, Ohmae, Sasaki, Gekko,
439

enzyme inhibitor, DNA polymerase p, DNA
topoisomerase n, docking simulation, inter-
action interface, lithocholic acid, Mizushina,
Kasai, Sugawara, lido, Yoshida, Sakaguchi,
657

enzyme-ligand interaction, charge-transfer
complex, D-amino acid oxidase, flavoen-
zyme, Raman spectra, Nishina, Sato, Shi,
Setoyama, Miura, Shiga, 637

enzyme-linked immunosorbent assay, blocking
antibodies, carbohydrate recognition,
Escherichia coli, Shiga toxin, Imai, Matsu-
ura, Ono, Ishikawa, Ito, 665

enzyme purification, brain, glycogen de-
branching enzyme, glycogen, Narahara,
Makino, Omichi, 465

EPR, adrenodoxin, cytochrome P450cam,
cytochrome P450scc, putidaredoxin, Take-
uchi, Tsubaki, Futagawa, Masuya, Hori,
789

ERp57, Caenorhabditis elegans, cloning,
transglutaminase, Natsuka, Takubo, Seki,
Ikura, 731

erythropoietin receptor, antibody variable
region, chimeric receptor, gpl3O, hetero-
dimer, Kawahara, Ueda, Tsumoto, Kuma-
gai, Mahoney, Nagamune, 305

Escherichia coli, cysteine desulfurase, gene
disruption, iron-sulfur cluster, IscS, Tbku-
moto, Takahashi, 63

—, blocking antibodies, carbohydrate recogni-
tion, enzyme-linked immunosorbent assay,
Shiga toxin, Imai, Matsuura, Ono, Ishi-
kawa, Ito, 665

eukaryotic translation initiation factor 4G,
oocyte maturation, polyCA)-binding protein,
Xenopus, Wakiyama, Honkura, Miura, 737

evolution, GNRA loop, intron, ribozyme, RNA
motif, Ikawa, Nohmi, Atsumi, Shiraishi,
Inoue, 251

exon, adipocyte-derived leucine aminopepti-
dase, genomic organization, intron, placen-
ta] leucine aminopeptidase/oxytocinase,
Hattori, Matsumoto, Mizutaru, Tsujimoto,
235

exon-intron organization, gene expression,
receptor, medaka fish, membrane guanylyl
cyclase, repeated sequence, Yamagami,
Suzuki, Suzuki, 39

extracellular matrix, adhesion, infection, ltuni-
nin-binding protein, Lashmania donovani,
Bandyopadhyay, Karmakar, Ghosh, Das,
141

F-actin severing protein, actin, actdn-modulat-
ing protein, gelsolin/fragmin, Mimosa pudi-
ca, Yamashiro, Kameyama, Kanzawa, 7b-

miya, Mabuchi, Tsuchiya, 243
Fab, EBV, human monoclonal antibody, oligo

done, TNFa, Takekoshi, Maeda, Nagaisuka,
Aotsuka, Ono, Ihara, 299

4Fe ferredoxin, interconversion, non-cysteinyl
ligand, Thermococcus pro/undus, thermo-
stable, Imai, Taguchi, Ogawara, Ohmori,
Yamakura, Ikezawa, Urushiyama, 649

F,F0-ATPase, ATPase inhibitor (IF,), ATP syn-
thase, mitochondria, regulation, \chikawa,
Karaki, Kawabata, Ushida, Mizushima,
Hashimoto, 687

—, ATPase inhibitor, intramitochondrial ATP,
mitochondria! membrane potential, res-
piration-deficient mutant, Lu, Miyazawa,
Yamaguchi, Nowaki, Iwatsuki, Waka-
matsu, Ichikawa, Hashimoto, 873

filamin, apoptosis, caspase-3, cytoskeleton,
proteolyBis, Umeda, Kouchi, Kawahara,
Tbrruoka, Sasagawa, Maeda, Sorimachi,
Ishiura, Suzuki, 535

fiagella, motor, sodium-motive force, torque
generation, Vibrio, Okabe, Yakushi, Asai,
Homma, 879

flavin-binding motif, electron transfer, NADH-
cytochrome 6B reductase, protein stability,
site-directed mutagenesis, Kimura, Nishi-
da, Iyanagi, 481

flavoenzyme, charge-transfer complex, D-
amino acid oxidase, enzyme-ligand interac-
tion, Raman spectra, Nishina, Sato, Shi,
Setoyama, Miura, Shiga, 637

fluorescence, DSC, gramicidin, interdigitation,
lysophosphatidylcholine, Onda, Hayashi,
Mita, 613

fluorescence-labeling, endoglycoceramidase,
glycosphingolipids, reverse hydrolysis,
transglycosylation, Horibata, Higashi, Ito,
263

folding, eclosion hormone, GroE, molecule
chaperone, protein disulfide isomerase,
Fujita, Yoshida, 575

fragrance, aromatherapy, GABAA receptor,
potentiation, Xenopus oocyte, Aoshima,
Hossain, Hamamoto, Yokoyama, Yamada,
Shingai, 703

frequency-domain fluorometry, fj-galactosi-
dase, protein stability, SDS, D'Auria,
Cesare, Gryczynski, Rossi, Lakowicz, 13

frequency of channel formation, Aib, channel-
forming peptide, ion selectivity, Hara,
Komada, Higashimoto, Yamaguchi, Jelok-
hani-Niaraki, Ehara, Kondo, 749

FRS2/SNT, brain-derived neurotrophic factor,
neurotrophin, receptor tyrosine kinase, sig-
nal transduction, Yamada, Suzuki, Mizu-
tani, Asada, Matozaki, Ikeuchi, Koizumi,
Hatanaka, 157

G protein, phosphatidylinositol 3-kinase,
phosphatidylinositol 3,4,6-triphosphate,
protein kinase B, Rab5, Kurosu, Katada, 73

—, chimenc mutant, G protein-coupled recep-
tor, metabotropic glutamate receptor,
rhodopsin, Yamashita, Tirakita, Shichida,
149

G protein-coupled receptor, chimeric mutant,
G protein, metabotropic glutamate receptor,
rhodopsin, Yamashita, Tkrakita, Shichida,
149

GABAA receptor, aromatherapy, fragrance,

potentiation, Xenopus oocyte, Aoshima,
Hossain, Hamamoto, Yokoyama, Yamada,
Shingai, 703

gelsolin/fragmin, actin, actin-modulating pro-
tein, F-actin severing protein, Mimosa
pudica, Yamashiro, Kameyama, Kanzawa,
Tamiya, Mabuchi, Tsuchiya, 243

gene disruption, cysteine desulfurase, Escheri-
chia coli, iron-sulfur cluster, IscS, Tbkumoto,
Thkahashi, 63

gene expression, exon-intron organization,
receptor, medaka fish, membrane guanylyl
cyclase, repeated sequence, Yamagami,
Suzuki, Suzuki, 39

gene transfer, bone marrow cells, CH-296, gib-
bon ape leukemia virus, retrovirus vector,
Chono, Yoshioka, Ueno, Koto, 331

genetic analysis, ITAM, PTK, Syk, 2AP-70,
Sada, Takano, Yanagi, Yamamura, 177

genomic organization, adipocyte-derived leu-
cine aminopeptidase, exon, intron, placental
leucine aminopeptidase/oxytocinase, Hat-
tori, Matsumoto, Mizutani, Tsujimoto, 235

gibbon ape leukemia virus, bone marrow cells,
CH-296, gene transfer, retrovirus vector,
Chono, Yoshioka, Ueno, Koto, 331

gizzard, arginine-specific ADP-ribosyltrans-
ferase, GPI-anchor, PI3-kinase, smooth
muscle cell, Yamada, Terashima, Shimo-
yama, Tsuchiya, 335

GlcNAc 2-epimerase, binding protein, nucle-
otides, renin, Takahashi, Hori, Takahashi,
Ogasawara, Tbmatsu, Saita, 815

glutamyl endopeptidase, cucumber, inhibitor,
Yamauchi, Ejiri, Sugimoto, Sueyoshi, Oji,
Tbnaka,257

glycogen, brain, glycogen debranching en-
zyme, enzyme purification, Narahara,
Makino, Omichi, 465

glycogen debranching enzyme, brain, enzyme
purification, glycogen, Narahara, Makino,
Omichi, 465

glycosphingolipids, endoglycoceramidase, fluo-
rescence-labeling, reverse hydrolysis, trans-
glycosylation, Horibata, Higashi, Ito, 263

glycosylation of lysozyme, calnexin, quality
control, Saccharomyces cerevisiae, Song,
Sato, Saito, Usui, Azakami, Koto, 757

GNRA loop, evolution, intron, ribozyme, RNA
motif, Ikawa, Nohmi, Atsumi, Shiraishi,
Inoue, 251

gonadotropin, CYP51, cytochrome P450, meio-
sis-activating steroid, ovary, Yamashita, Ao-
yarna, Noshiro, Yoshida, 849

gpl30, antibody variable region, chimeric
receptor, erythropoietin receptor, hetero-
dimer, Kawahara, Ueda, Tsumoto, Kuma-
gai, Mahoney, Nagamune, 305

GPI-anchor, arginine-specific ADP-ribosyl-
transferase, gizzard, PI3-kinase, smooth
muscle cell, Yamada, Terashima, Shimo-
yama, Tsuchiya, 335

gramicidin, DSC, fluorescence, interdigitation,
lysophasphatidvlchnline, Onda, Hayashi,
Mita, 613

GroE, eclosion hormone, folding, molecule
chaperone, protein disulfide isomerase,
Fujita, Yoshida, 575

GTPase activating protein, PKN, protein ki-
nase, protein-protein interaction, Rho, Shi-
bata, Oishi, Yamagiwa, Matsumoto, Mukai,
Ono,23
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GTS1 gene, biological rhythm, budding yeast,
oscillatory expression, promoter, Tonozuka,
Wang, Mitsui, Saito, Hamada, Tsurugi, 589

H

haematopoietic cell, differentiation, hepato-
cyte, homeobox gene, transcription factor,
Kikkaiva, Hinata, Keng, Myint, Sato, Yama-
da, Tanaka, Noguchi, 885

halophilicity, cobalt, metalloproteinase, ther-
molysin, zinc, Kuzuya, Inouye, 783

HB-EGF, hyperosmotic stress, JNK, Src, Koh,
Che, Higashiyama, Takahashi, Miyamoto,
Suzuki, Taniguchi, 351

HCS-2/8, CCN family, chondrocyte, CTGF,
transcription, Eguchi, Kubota, Rondo,
Shimo, Hatton, Nakanishi, Kuboki, Yataru,
Takigawa, 79

hemagglutinin, aquatic bacterium, branched-
chain fatty acid, influenza virus, phos-
phatddylinositol, Guo, Ohio, Yoshimoto,
Nakata, Shortridge, Thkahashi, Suzuki,
Miyamoto, Jwa Hidari, Suzuki, 377

heme, electron paramagnetic resonance spec-
troscopy, neuronal nitric oxide synthase,
nitric oxide synthase, X-ray absorption
spectroscopy, Cosper, Scott, Hori, Nishino,
Iwasaki, 191

hemolysis, high pressure, human erythrocyte,
spectrin, vesicle, Yamaguchi, Miyamoto,
Terada, 597

hen lysozyme, aggregation, deamidation, race-
mization, sucrose, trehalose, Ueda, Nagata,
Imoto, 491

hepatocyte, differentiation, haematopoietic
cell, homeobox gene, transcription factor,
Kikkawa, Hmata, Keng, Myint, Sato, Yama-
da, Tanaka, Noguchi, 885

heterodimer, antibody variable region, chi-
meric receptor, erythropoietin receptor,
gpl3O, Kawahara, Ueda, Tsumoto, Kuma-
gai, Mahoney, Nagamune, 305

high affinity choline transport, acetylcholine,
choline acetyltransferase, phosphatidylcho-
line, retinoic acid, Bussiere, Vance, Campe-
not, Vance, 661

high pressure, hemolysis, human erythrocyte,
spectrin, vesicle, Yamaguchi, Miyamoto,
Terada, 597

Hirudo nipponia, bdellin, leech genomic
library, plasmin inhibitor, trypsin inhibitor,
Kim, Choi, Lee, Kong, 431

homeobox gene, differentiation, haematopoie-
tic cell, hepatocyte, transcription factor,
Kikkawa, Hinata, Keng, Myint, Sato, Yama-
da, Tanaka, Noguchi, 885

human erythrocyte, hemolysis, high pressure,
spectrin, vesicle, Yamaguchi, Miyamoto,
Terada, 597

human monoclonal antibody, EBV, Fab, oligo
clone, TNFa, Takekoshi, Maeda, Nagatsuka,
Aotsuka, Ono, Ihara, 299

hydrophobic interaction electrostatic interac-
tion, differential scanning calorimetry,
melittin, membrane fusion, Higashino, Ma-
tsui, Ohki, 393

hyperosmotic stress, HB-EGF, JNK, Src, Koh,
Che, Higashiyama, Takahashi, Miyamoto,
Suzuki, Taniguchi, 351

hyperthermophile, Pyrococcus furiosus, pyr-

rolidone carboxyl peptidase, thermal stabil-
ity, X-ray structure, Tanaka, Chinami,
Mizushima, Ogasahara, Ota, Tsukihara,
Yutani, 107

hyperthermophilic archaeon, crystallization,
DNA primase, DNA replication, X-ray crys-
tallography, Ito, Nureki, Shirouzu, Yoko-
yama, Hanaoka, 727

hypertrophy, ATPase, calcium, cardiac muscle,
troponin, Takahashi-Yanaga, Ohtsuki,
Morimoto, ffl

immobilization, multidomain protein, pepsin,
pro-peptide, protein refolding, Kunmoto,
Harada, Akiyama, Sakai, Koto, 295

imprinted gene, androgenetic embryo, im-
printing, parthenogenetic embryo, Hatada,
Morita, Obata, Sotomaru, Shimoda, Kono,
187

imprinting, androgenetic embryo, imprinted
gene, parthenogenetic embryo, Hatada,
Morita, Obata, Sotomaru, Shimoda, Kono,
187

inclusion body, a-thrombin, prethrombin-2,
recombinant, refolding, Soejima, Mimura,
Yonemura, Nakatake, Imamura, Nozaki,
269

inducer, operator, promoter, repressor, tran-
scriptional regulation, Lee, Hsu, Shaw, 569

infection, adhesion, extracellular matrix, lami-
nin-binding protein, Leishmania donovani,
Bandyopadhyay, Karmakar, Ghosh, Das,
141

influenza virus, neuraminidase, pH stability,
sialidase, Takahashi, Suzuki, Nishinaka,
Kawase, Kobayashi, Jwa Hidari, Miyamoto,
Guo, Shortridge, Suzuki, 279

—, aquatic bacterium, branched-chain fatty
acid, hemagglutinin, phosphatidylinositol,
Guo, Ohio, Yoshimoto, Nakata, Shortridge,
Takahashi, Suzuki, Miyamoto, Jwa Hidari,
Suzuki, 377

inhibitor, NBD-C1, nitrile hydratase, sulfenic
acid, thiocyanate, Bonnet, Stevens, de
Sousa, Sari, Mansuy, Artaud, 227

—, cucumber, glutamyl endopeptidase, Yama-
uchi, Ejiri, Sugimoto, Sueyoshi, OJi, Ta-
naka, 257

—, Bombyx, cathepsin L, cysteine proteinase,
propeptide, Kurata, Yamamoto, Watabe,
Makino, Ogawa, Takahashi, 857

inhomogeneity, adenylate kinase, monoclonal
antibody, optical biosensor, sensorgram,
Luo, Zhou, Zou, Shen, 553

initiator protein, DNA replication, plasmid,
positive selection of mutants, pSClOl, Fue-
ki, Yamaguchi, 399

insect, amphiphilic a-helix, antibacterial pep-
tide, bacterial membrane, serine protease,
Tsuji, Aoyama, Takeuchi, Homma, Taka-
hashi, Nakajima, Shimada, Natori, 313

interaction interface, DNA polymerase (3,
DNA topoisomerase n, docking simulation,
enzyme inhibitor, lithocholic acid, Mizu-
shina, Kasai, Sugawara, lida, Yoshida,
Sakaguchi, 657

interconversion, 4Fe ferredoxin, non-cysteinyl
ligand, Thermococcus profundus, thermo-
stable, Imai, Taguchi, Ogawara, Ohmori,
Yamakura, Ikezawa, Urushiyama, 649

interdigitation, DSC, fluorescence, gramicidin,

lysophosphatidylcholine, Onda, Hayashi,
Mita, 613

intestinal mucosa, brushborder membrane,
serine protease, subcellular localization,
substrate specificity, Kishi, Yamazaki, Yasu-
da, Yahagi, Ichinose, Tsuchiya, Athauda,
Inoue, Takahashi, 425

intramitochondrial ATP, ATPase inhibitor,
F^oATPase, mitochondrial membrane
potential, respiration-deficient mutant, Lu,
Miyazawa, Yamaguchi, Nowaki, Iwatsuki,
Wakamatsu, Ichikawa, Hashimoto, 873

intramolecular chaperone, amino acid replace-
ment, propeptide, refolding, subtilisin, ter-
tiary-structure—forming mutant, Kojima,
Yanai, Miura, 471

intron, adipocyte-derived leucine aminopepti-
dase, exon, genomic organization, placental
leucine aminopeptidase/oxytocinase, Hat-
ton, Matsumoto, Mizutani, Tsujimoto, 235

—, evolution, GNRA loop, ribozyme, RNA
motif, Ikawa, Nohmi, Atsunu, Shiraishi,
Inoue, 251

ion selectivity, Aib, channel-forming peptide,
frequency of channel formation, Hara,
Komada, Higashimoto, Yamaguchi, Jelok-
hani-Niaraki, Ehara, Kondo, 749

iron-sulfur cluster, cysteine desulfurase,
Eschenchia coli, gene disruption, IscS,
Tokumoto, Takahashi, 63

—, biotin synthase, chemical modification,
site-directed mutagenesis, Earh, Hwang,
Steinrauf, Chiang, Shiuan, 627

IscS, cysteine desulfurase, Escherichia coli,
gene disruption, iron-sulfur cluster, Toku-
moto, Takahashi, 63

ITAM, genetic analysis, PTK, Syk, ZAP-70,
Sada, Takano, Yanagi, Yamamura, 177

JNK, HB-EGF, hyperosmotic stress, Src, Koh,
Che, Higashiyama, Takahashi, Miyamoto,
Suzuki, Taniguchi, 351

JNK/SAPK pathway, MLK family, scaffold
protein, signal transduction, Ikeda, Hase-
gaiva, Masaki, Moriguchi, Nishida, Kozu-
tsumi, Oka, Kawasaki, 773

K

kinetic partitioning, binding, nucleophile, re-
activity, transgalactosylation, Petzelbauer,
Splechtna, Nidetzky, 341

lamellar body, alveolar type II cell, annexin,
pulmonary surfactant, secretion, Sohma,
Ohkawa, Akino, Kuroki, 449

laminin-binding protein, adhesion, extracellu-
lar matrix, infection, Leishmania donovani,
Bandyopadhyay, Karmakar, Ghosh, Das,
141

laser-light scattering, ADP-induced platelet
aggregation, disintegrin, platelet shape
change, snake venom, Okuda, Morita, 407

leech genomic library, bdellin, Hirudo nip-
ponia, plasmin inhibitor, trypsin inhibitor,
Kim, Choi, Lee, Kong, 431

Leishmania donovani, adhesion, extracellular
matrix, infection, laminin-binding protein,
Bandyopadhyay, Karmakar, Ghosh, Das,
141

ligase, rat liver, retinoyl-CoA, retinoic acid,
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retinoylation, Wada, Fukui, Kubo, Taka-
hashi, 451

lipoprotein, antioxidant enzyme, endothelial
cell, peroxynitrite, reactive oxygen species,
Matsunaga, Nakajima, Sonoda, Koyama,
Kawai, Inoue, Katayama, Hirano, Hokari,
Hokari, and Komoda, 285

lithocholic acid, DNA polymerase P, DNA
topoisomerase II, docking simulation, en-
zyme inhibitor, interaction interface, Mizu-
shina, Kasai, Sugawara, lido, Yoshida,
Sakaguchi, 657

lysophosphatidylcholine, DSC, fluorescence,
gramicidin, interdigitation, Onda, Hayashi,
Mita, 613

M

macrophage, endocytosis, osteoclast, phago-
some, Sakai, Miyamoto, Okamoto, Koto,
Yamamoto, Sakai, 823

Maf, oncogene, promoter, transcription factor,
transcription repression, Sun, Muto,
Hoshino, Kobayashi, Nishimura, Yama-
moto, Hayashi, Ito, Igarashi, 385

MAP kinase, apoptosis, ASK1, death receptor,
mitochondria, Matsuzawa, Ichijo, 1

—, dual specificity phosphatase, protein de-
phosphorylation, testis, Aoki, Aoyama,
Nagata, Matsuda, 133

mature eggs, DNA methylation, DNA methyl-
transferase, monoclonal antibody, Xenopus
laevis, Shi, Suetake, Kawakami, Aimoto, Ta-
jima, 359

medaka fish, exon-intron organization, gene
expression, receptor, membrane guanylyl
cyclase, repeated sequence, Yamagami,
Suzuki, Suzuki, 39

meiosis-activating steroid, CYP51, cytochrome
P450, gonadotropin, ovary, Yamashita, Ao-
yama, Noshiro, Yoshida, 849

melittin, differential scanning calorimetry, hy-
drophobic interaction electrostatic interac-
tion, membrane fusion, Higashino, Matsui,
Ohki, 393

membrane fusion, differential scanning calo-
rimetry, hydrophobic interaction electro-
static interaction, melittin, Higashino, Ma-
tsui, Ohki, 393

membrane guanylyl cyclase, exon—intron or-
ganization, gene expression, receptor, me-
daka fish, repeated sequence, Yamagami,
Suzuki, Suzuki, 39

membrane protein, bacterial photosynthetic
reaction center, electron transfer, three-
dimensional structure, X-ray crystallogra-
phy, Nogi, Miki, 319

membrane trafficking, early endosome, self-
assembly, sorting nexin 1, Nakamura, Sun-
Wada, Yamamoto, Wada, Futai, 765

metabotropic glutamate receptor, chimeric
mutant, G protein, G protein-coupled re-
ceptor, rhodopsin, Yamashita, Terakita, Shi-
chida, 149

metalloprotease, ADAMTS, disintegrin-like,
thrombospondin type-1, thrombotic thromb-
ocytopenic purpura, von Willebrand factor,
vWFndeaving protease, Soejima, Mimum,
Hiroshima, Maeda, Hamamoto, Nakagaki,
Nozaki, 475

metalloproteinase, cobalt, halophilicity, ther-

molysin, zinc, Kuzuya, Inouye, 783
microglia, cytotoxic molecules, neurotrophic

molecules, pathology, phagocytes, Naka-
jima, Kohsaka, 169

mild denaturation, bovine liver glutamate
dehydrogenase, molten globule state, octyl
glucoside, Ghobadi, Safarian, Moosavi-
Movahedi, Ranjbar, 671

Mimosa pudica, actin, actin-modulating pro-
tein, F-actin severing protein, gelsolin/frag-
min, Yamashiro, Kameyama, Kanzawa, Ta-
miya, Mabuchi, Tsuchiya, 243

missing gene, Bacillus subtilis, cloning, Na7
H* antiporter, nhaG, Gouda, Kuroda, Hira-
matsu, Nozaki, Kuroda, Mizushima,
Tsuchiya, 711

mistletoe, apoptosis, cell cycle arrest, rice lec-
tin, tumor cells, wheat germ, Miyoshi, Ko-
yama, Katsuno, Hayakawa, Mita, Ohio,
Kaji, Isemura, 799

mitochondria, apoptosis, ASK1, death recep-
tor, MAP kinase, Matsuzawa, Ichijo, 1

—, ATPase inhibitor (IF,), ATP synthase,
F,F0-ATPase, regulation, Ichikawa, Karaki,
Kawabata, Ushida, Mizushima, Hashimoto,
687

mitochondrial membrane potential, ATPase
inhibitor, F,F,,ATPase, intramitochondrial
ATP, respiration-deficient mutant, Lu,
Miyazawa, Yamaguchi, Nowaki, Iwatsuki,
Wakamatsu, Ichikawa, Hashimoto, 873

mitochondrial processing peptidase, mitochon-
drial protein precursor, presequence, pro-
cessing, substrate recognition, Kojima,
Yamasaki, Kitada, Ogishima, Ito, 497

mitochondrial protein precursor, mitochon-
drial processing peptidase, presequence,
processing, substrate recognition, Kojima,
Yamasaki, Kitada, Ogishima, Ito, 497

MLK family, JNK/SAPK pathway, scaffold
protein, signal transduction, Ikeda, Hase-
gawa, Masaki, Moriguchi, Nishida, Kozu-
tsumi, Oka, Kawasaki, 773

molecule chaperone, edosion hormone, fold-
ing, GroE, protein disulfide isomerase, Fuji-
ta, Yoshida, 575

molten globule state, bovine liver glutamate
dehydrogenase, mild denaturation, octyl
glucoside, Ghobadi, Safarian, Moosavi-
Movahedi, Ranjbar, 671

Momordica charantia, additive, RNase MCI,
site-directed mutagenesis, substrate bind-
ing, Numata, Kimura, 621

monoclonal antibody, DNA methylation, DNA
methyltransferase, mature eggs, Xenopus
laevis, Shi, Suetake, Kawakami, Aimoto,
Tajima,359

—, adenylate kinase, inhomogeneity, optical
biosensor, sensorgram, Luo, Zhou, Zou,
Shen, 553

motor, flagella, sodium-motive force, torque
generation, Vibrio, Okabe, Yakushi, Asai,
Homma, 879

mouse membrane cofactor protein (CD46),
complement regulatory protein, short con-
sensus repeats (SCR), soluble isofonns,
transcriptame, Tsujimura, Nunoue, Inoue,
Shida, Kurita-Taniguchi, Matsumoto, No-
mura, Tbkeya, Seya, 841

multddomain protein, immobilization, pepsin,
pro-peptide, protein refolding, Kurimoto,
Harada, Akiyama, Sakai, Koto, 296

mutagenesis, damaged DNA, iV4-methoxycy-
tosine, Watson-Crick type pairing with non-
complementary bases, X-ray structure, Hos-
sain, Chatake, Hikima, Tsunoda, Sunami,
Ueno, Matsuda, Tak&naka, 9

myotonic dystrophy, CUG-BP, DMPK, triplex
repeat, Takahashi, Sasagawa, Usuki, Kino,
Kawahara, Sorimachi, Maeda, Suzuki, Ishi-
ura, 581

N
UN/"C isotopic labeling, NMR, ovine inter-

feron-tau, Pichia pastoris, protein expres-
sion, Rodriguez, Krishna, 19

AMinked sugar chain, O-linked sugar chain,
thrombomodulin, Wakabayashi, Natsuka,
Honda, Naotsuka, Ito, Kajihara, Hose, 543

W-methoxycytosine, damaged DNA,
mutagenesis, Watson-Crick type pairing
with non-complementary bases, X-ray
structure, Hossain, Chatake, Hikima, Tsu-
noda, Sunami, Ueno, Matsuda, Takenaka, 9

N-terminus, chymotrypsin, photoactive yellow
protein, photocycle, pKv Harigai, Yasuda,
Imamoto, Yoshihara, Tokunaga, Kataoka,
51

Na7H* antiporter, Bacillus subtilis, cloning,
missing gene, nhaG, Gouda, Kuroda, Hira-
matsu, Nozaki, Kuroda, Mizushima,
Tsuchiya, 711

NADH-cytochrome b6 reductase, electron
transfer, flavin-binding motif, protein stabil-
ity, site-directed mutagenesis, Kimura,
Nishida, Iyanagi, 481

NBD-C1, inhibitor, nitrile hydratase, sulfenic
acid, thiocyanate, Bonnet, Stevens, de
Sousa, Sari, Mansuy, Artaud, 227

neprilysin, Alzheimer's disease, amyloid p
peptide, neutral endopeptidase, Sindbis
virus, Homo, Shirotani, Masumoto, Sekine-
Aizawa, Aizawa, Saido, 721

neuraminidase, influenza virus, pH stability,
sialidase, Takahashi, Suzuki, Nishinaka,
Kawase, Kobayashi, Jwa Hidari, Miyamoto,
Guo, Shortridge, Suzuki, 279

neuron, patterning, SPM, SNOM, SNOAM,
Degenaar, he Pioufle, Griscom, Tixier, Akagi,
Morita, Murakami, Yokoyama, FujiXa, Ta-
miya, 367

neuronal nitric oxide synthase, electron para-
magnetic resonance spectroscopy, heme,
nitric oxide synthase, X-ray absorption
spectroscopy, Casper, Scott, Hori, Nishinq,
Iwasaki, 191

neurotrophic molecules, cytotoxic molecules,
microglia, pathology, phagocytes, Nakajima,
Kohsaka, 169

neurotrophin, brain-derived neurotrophic fac-
tor, FRS2/SNT, receptor tyrosine kinase,
signal transduction, Yamada, Suzuki, Mizu-
tani, Asada, Matozaki, Ikeuchi, Koizumi,
Hatanaka, 157

neutral endopeptidase, Alzheimer's disease,
amyloid p peptide, neprilysin, Sindbis virus,
Hama, Shirotani, Masumoto, Sekine-Ai-
zawa, Aizawa, Saido, 721

nhaG, Bacillus subtilis, cloning, missing gene,
NaVH* antiporter, Gouda, Kuroda, Hira-
matsu, Nozaki, Kuroda, Mizushima,
Tsuchiya, 711

NHE, apoptosis, calcineurin B-like protein,
serine/threonine kinase, Matsumoto, Miya-
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ke, Nagita, Inoue, Shitakubo, Thkemoto, Oh-
tsuka, Murakami, Nakamura, Kanazawa,
217

nitric oxide synthase, electron paramagnetic
resonance spectroscopy, heme, neuronal
nitric oxide synthase, X-ray absorption
spectroscopy, Cosper, Scott, Hori, Nishino,
lwasaki, 191

nitrile hydratase, inhibitor, NBD-C1, sulfenic
acid, thiocyanate, Bonnet, Stevens, de
Sousa, Sari, Mansuy, Artaud, 227

NMR, " W C iaotopic labeling, ovine inter-
feron-tau, Pichia pastoris, protein expres-
sion, Rodriguez, Krishna, 19

non-canonical amino acid, amino acid specific-
ity, aminoacylation, site-directed mutagene-
sis, tyrosyl-tRNA synthetase, Ohno, Yoko-
gawa, Nishikawa, 417

non-cysteinyl ligand, 4Fe ferredoxin, intercon-
version, Thermococcus profundus, thermo-
stable, Imai, Taguchi, Ogawara, Ohmori,
Yamakura, Ikezawa, Urushiyama, 649

nuclear magnetic resonance (NMR), amino
acid replacement, ATPase activity, nucle-
otide binding, reconstitution of the ô fij-y
complex, Tbzawa, Yogi, Hisamatsu, Ozawa,
Yoshida, Akutsu, 527

nuclear protein, CaM-kinase, cDNA sequence,
protein lrinase phosphatase, protein phos-
phatase, Thkeuchi, Ishida, Kameshita, Kita-
ni, Okuno, Fujisawa, 833

nuclebphile, binding, kinetic partitioning, re-
activity, transgalactosylation, Petzelbauer,
Splechtna, Nidetzky, 341

nucleotdde binding, amino acid replacement,
ATPase activity, nuclear magnetic reso-
nance (NMR), reconstitution of the otjf̂ -y
complex, Tbzawa, Yogi, Hisamatsu, Ozawa,
Yoshida, Akutsu, 527

nucleotides, binding protein, GlcNAc 2-epime-
rase, renin, Takahashi, Hori, Takahashi,
Ogasawara, Tbmatsu, Saito, 815

O

O-linked sugar chain, iV-linked sugar chain,
thrombomodulin, Wakabayashi, Natsuka,
Honda, Naotsuka, Ito, Kajihara, Hose, 643

octyl glucoside, bovine liver glutamate dehy-
drogenase, mild denaturation, molten glob-
ule state, Ghobadi, Safarian, Moosavi-
Movahedi, Ranjbar, 671

oligo done, EBV, Fab, human monoclonal anti-
body, TNFa, Takekoshi, Maeda, Nagatsuka,
Aotsuka, Ono, Ihara, 299

oncogene, Maf, promoter, transcription factor,
transcription repression, Sun, Muto, Hoshi-
no, Kobayashi, Nishimura, Yamamoto,
Hayashi, Ito, Igarashi, 385

oocyte maturation, eukaryotic translation ini-
tiation factor 4G, poly(A)-binding protein,
Xenopus, Wakiyama, Honkura, Miura, 737

operator, inducer, promoter, repressor, tran-
scriptional regulation, Lee, Hsu, Shaw, 569

optical biosensor, adenylate kinase, inhomoge-
neity, monoclonal antibody, sensorgram,
Luo, Zhou, Zou, Shen, 553

oscillatory expression, biological rhythm, bud-
ding yeast, GTS1 gene, promoter, Tonozuka,
Wang, Mitsui, Saito, Hamada, Tsurugi, 589

osteoclast, endocytosis, macrophage, phago-

some, Sakai, Miyamoto, Okamoto, Koto,
Yamamoto, Sakai, 823

ovary, CYP51, cytochrome P450, gonadotro-
pin, meiosis-activating steroid, Yamashita,
Aoyama, Noshiro, Yoshida, 849

ovine interferon-tau, NMR, ' W C isotopic
labeling, Pichia pastoris, protein expression,
Rodriguez, Krishna, 19

paclitaxel (Taxol), apoptosis, Bcl-2, breast can-
cer, phosphorylation, Shitashige, Tbi, Yano,
Shibata, Matsuo, Shibasaki, 741

parthenogenetic embryo, androgenetic em-
bryo, imprinting, imprinted gene, Hatada,
Morita, Obata, Sotomaru, Shimoda, Kono,
187

pathology, cytotoxic molecules, microglia, neu-
rotrophic molecules, phagocytes, Nakajima,
Kohsaka, 169

patterning, neuron, SPM, SNOM, SNOAM,
Degenaar, he Pioufle, Griscom, Tixier, Akagi,
Morita, Murakami, Yokoyama, Fujita, 7b-
raya,367

penta-EF-hand, ALG-2, calcium-binding pro-
tein, calpain, Dictyosteluun, Ohkouchi,
Nishio, Maeda, Hitomi, Adachi, Maki, 207

pepsin, immobilization, multddomain protein,
pro-peptide, protein refolding, Kurimoto,
Harada, Akiyama, Sakai, Koto, 295

peroxynitrite, antioxidant enzyme, endothelial
cell, lipoprotein, reactive oxygen species,
Matsunaga, Nakajima, Sonoda, Koyama,
Kawai, Inoue, Katayama, Hirano, Hokari,
Hokari, and Komoda, 285

pH stability, influenza virus, neuraminidase,
sialidase, Takahashi, Suzuki, Nishinaka,
Kawase, Kobayashi, Jwa Hidari, Miyamoto,
Guo, Shortridge, Suzuki, 279

phagocytes, cytotoxic molecules, microglia,
neurotrophic molecules, pathology, Naka-
jima, Kohsaka, 169

phagosome, endocytosis, macrophage, osteo-
clast, Sakai, Miyamoto, Okamoto, Koto,
Yamamoto, Sakai, 823

phosphatidylcholine, acetylcholine, choline
acetyltransferase, high affinity choline
transport, retinoic arid, Bussiere, Vance,
Campenot, Vance, 561

phosphatidylinositol, aquatic bacterium,
branched-chain fatty arid, hemagglutinin,
influenza virus, Guo, Ohta, Yoshimoto,
Nakata, Shortridge, Takahashi, Suzuki,
Miyamoto, Jwa Hidari, Suzuki, 377

phosphatidylinositol 3-kinase, G protein,
phosphatidylinositol 3,4,5-triphosphate,
protein kinase B, Rab5, Kurosu, Katada, 73

phosphatidylinositol 3,4,5-triphosphate, G
protein, phosphatidylinositol 3-kinase, pro-
tein kinase B, Rab5, Kurosu, Katada, 73

phosphorylation, apoptosis, Bcl-2, breast can-
cer, paclitaxel (Taxol), Shitashige, Tbi, Yano,
Shibata, Matsuo, Shibasaki, 741

phosphorylation site, cAMP-dependent pro-
tein kinase, Ca!7calmodulin, CaM-kinase
kinase, protein phosphorylation, Okuno,
Kitani, Fujisawa, 503

—, cAMP-dependent protein kinase, Ca2V
calmodulin, CaM-kinase kinase, protein
phosphorylation, Kitani, Okuno, Fujisawa,
515

photoactive yellow protein, chymotrypsin, N-

terminus, photocyde, pK., Harigai, Yasuda,
Imamoto, Yoshihara, Tbkunaga, Kataoka,
51

photocyde, chymotrypsin, N-terminus, photo-
active yellow protein, pKt, Harigai, Yasuda,
Imamoto, Yoshihara, Tbkunaga, Kataoka,
51

PI3-kinase, arginine-specific ADP-ribosyl-
transferase, gizzard, GPI-anchor, smooth
musde cell, Yamada, Terashima, Shimo-
yama, Tsuchiya, 335

Pichia pastoris, NMR, ' W ' C isotopic label-
ing, ovine interferon-tau, protein expres-
sion, Rodriguez, Krishna, 19

ping-pong bi-bi mechanism, aminotransferase,
dual-substrate enzyme, substrate specific-
ity, Thermus thermophilus, Urn, Nakai,
Kawaguchi, Miyahara, Hirotsu, Kuramitsu,
89

pif,, chymotrypsin, N-terminus, photoactive
yellow protein, photocyde, Harigai, Yasuda,
Imamoto, Yoshihara, Tbkunaga, Kataoka,
51

PKN, GTPase activating protein, protein ki-
nase, protein-protein interaction, Rho, Shi-
bata, Oishi, Yamagiwa, Matsumoto, Mukai,
Ono,2S

placental leucine aminopeptidase/oxytoci-
nase, adipocyte-derived leucine aminopepti-
dase, exon, genomic organization, intron,
Hattori, Matsumoto, Mizutani, Tsujimoto,
235

plasmid, DNA replication, initiator protein,
positive selection of mutants, pSClOl, Fue-
ki, Yamaguchi, 399

plasmin inhibitor, bdellin, Hirudo mpponia,
leech genomic library, trypsin inhibitor,
Kim, Choi, Lee, Kong, 431

platelet shape change, ADP-induced platelet
aggregation, disintegrin, laser-light scatter-
ing, snake venom, Okuda, Morita, 407

point mutations, dihydrofolate reductase, en-
zyme function, structural stability, tryp-
tophan residues, Ohmae, Sasaki, Gekko,
439

poly(A)-binding protein, eukaryotic transla-
tion initiation factor 4G, oocyte maturation,
Xenopus, Wakiyama, Honkura, Miura, 737

positive selection of mutants, DNA replica-
tion, initiator protein, plasmid, pSClOl,
Fueki, Yamaguchi, 399

potentiation, aromatherapy, fragrance,
GABAA receptor, Xenopus oocyte, Aoshima,
Hossain, Hamamoto, Yokoyama, Yamada,
Shingai, 703

presequence, mitochondrial processing pepti-
dase, mitochondrial protein precursor, pro-
cessing, substrate recognition, Kojima,
Yamasaki, Kitada, Ogishima, Ito, 497

prethrombin-2, a-thrombin, indusion body, re-
combinant, refolding, Soejima, Mimura,
Yonemura, Nakatake, Imamura, Nozaki,
269

pro-peptide, immobilization, multidomain pro-
tein, pepsin, protein refolding, Kurimoto,
Harada, Akiyama, Sakai, Koto, 295

pro-region, autoprocessing enzyme, protein
engineering, substrate specificity, subtHisin
E, Takahashi, Hasuura, Nakamori, Takagi,
99

processing, mitochondrial processing pepti-
dase, mitochondrial protein precursor, pre-
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sequence, substrate recognition, Kojima,
Yamasaki, Kitada, Ogishima, Ito, 497

promoter; Maf, oncogene, transcription factor,
transcription repression, Sun, Muto,
Hoshino, Kobayashi, Nishimura, Yama-
moto, Hayashi, Ito, Igarashi, 385

—, inducer, operator, repressor, transcrip-
tional regulation, Lee, Hsu, Shaw, 569

—, biological rhythm, budding yeast, GTS1
gene, oscillatory expression, Tbnozuka,
Wang, Mitsui, Saito, Hamada, Tsurugi, 589

propeptide, amino acid replacement, intramo-
lecular chaperone, refolding, subtilisin, ter-
tiary-structure-forming mutant, Kojima,
Yanai, Miura, 471

—, Bombyx, cathepsin L, cysteine proteinase,
inhibitor, Kurata, Yamamoto, Wataoe, Maki-
no, Ogawa, Thkahashi, 857

protein B23, DNA polymerase a, protein iso-
forms, Umekawa, Sato, Takemura, Wata-
nabe, Usui, Thkahashi, Yoshida, Olson,
Furuichi, 199

protein dephosphorylation, dual specificity
phosphatase, MAP kinase, testis, Aoki, Ao-
yama, Nagata, Matsuda, 133

protein disulfide isomerase, eclosion hormone,
folding, GroE, molecule chaperone, Fujita,
Yoshida, 575

protein engineering, autoprocessing enzyme,
pro-region, substrate specificity, subtilisin
E, Thkahashi, Hasuura, Nakamori, Thkagi,
99

protein expression, NMR, "N/^C isotopic
labeling, ovine interferon-tau, Pichia pas-
tons, Rodriguez, Krishna, 19

protein isoforms, DNA polymerase a, protein
B23, Umekawa, Sato, Takemura, Watanabe,
Usui, Thkahashi, Yoshida, Olson, Furuichi,
199

protein kinase, GTPase activating protein,
PKN, protein-protein interaction, Rho, Shi-
bata, Oishi, Yamagiwa, Matsumoto, Mukai,
Ono, 23

protein kinase B, G protein, phosphatidylinos-
itol 3-kinase, phosphatidylinositol 3,4,5-tri-
phosphate, Rab5, Kurosu, Katada, 73

protein kinase phosphatase, CaM-kinase,
cDNA sequence, nuclear protein, protein
phosphatase, Thkeuchi, Ishida, Kameshita,
Kitani, Okuno, Fujisawa, 833

protein phosphatase, CaM-kinase, cDNA se-
quence, nuclear protein, protein kinase
phosphatase, Thkeuchi, Ishida, Kameshita,
Kitani, Okuno, Fujisawa, 833

protein phosphorylation, cAMP-dependent
protein kinase, Ca!Vcalmodulin, CaM-ki-
nase kinase, phosphorylation site, Okuno,
Kitani, Fujisawa, 503

—, cAMP-dependent protein kinase, Ca27
calmodulin, CaM-kinase kinase, phosphory-
lation site, Kitani, Okuno, Fujisawa, 515

protein-protein interaction, GTPase activat-
ing protein, PKN, protein kinase, Rho, Shi-
bata, Oishi, Yamagiwa, Matsumoto, Mukai,
Ono, 23

—, "C-carbonyl NMR, CRP, RNA polymerase,
transcription regulation, Lee, Won, Park,
Kyogoku, Lee, 57

protein refolding, immobilization, multido-
main protein, pepsin, pro-peptide, Kuri-

moto, Harada, Akiyama, Sakai, Koto, 295
protein-RNA interactions, decoding center,

ribosome, RNA-binding protein, X-ray
structure, Hosaka, Yao, Kimura, Tanaka,
695

protein stability, p-galactosidase, frequency-
domain fluorometry, SDS, UAwna, Cesare,
Gryczynski, Rossi, Lakowicz, 13

—, electron transfer, flavin-binding motif,
NADH-cytochrome bb reductase, site-direct-
ed mutagenesis, Kimura, Nishida, Iyanagi,
481

proteolysis, apoptosis, caspase-3, cytoskeleton,
filamin, Umeda, Kouchi, Kawaham, Tbmi-
oka, Sasagawa, Maeda, Sorimachi, Ishiura,
Suzuki, 535

pSClOl, DNA replication, initiator protein,
plasmid, positive selection of mutants,
Fueki, Yamaguchi, 399

PTK, genetic analysis, ITAM, Syk, ZAP-70,
Sada, Takano, Yanagi, Yamamura, 177

pulmonary surfactant, alveolar type II cell,
annexin, lamellar body, secretion, Sohma,
Ohkawa, Akino, Kuroki, 449

putidaredoxin, adrenodoxin, cytochrome
P450cam, cytochrome P450scc, EPR, Thke-
uchi, Tsubaki, Futagawa, Masuya, Hori,
789

Pyrococcus furiosus, hyperthermophile, pyr-
rolidone carboxyl peptidase, thermal stabil-
ity, X-ray structure, Tanaka, Chinami,
Mizushima, Ogasahara, Ota, Tsukihara,
Yutani, 107

pyrrolidone carboxyl peptidase, hyperthermo-
phile, Pyrococcus furiosus, thermal stability,
X-ray structure, Tanaka, Chinami, Mizu-
shima, Ogasahara, Ota, Tsukihara, Yutani,
107

Q

quality control, calnexin, glycosylation of lyso-
zyme, Saccharomyces cereuisiae, Song, Sato,
Saito, Usui, Azakami, Koto, 757

R

Rab5, G protein, phosphatidylinositol 3-
kinase, phosphatidylinositol 3,4,5-triphos-
phate, protein kinase B, Kurosu, Katada, 73

racemization, aggregation, deamidation, hen
lysozyme, sucrose, trehalose, Ueda, Nagata,
Imoto, 491

Raman spectra, charge-transfer complex, D-
amino acid oxidase, enzyme-ligand interac-
tion, flavoenzyme, Nishina, Sato, Shi, Seto-
yama, Miura, Shiga, 637

rat liver, ligase, retinoyl-CoA, retinoic acid,
retinoylation, Wada, Fukiu, Kubo, Thka-
hashi, 457

reactive oxygen species, antioxidant enzyme,
endothelial cell, lipoprotein, peroxynitrite,
Matsunaga, Nakajima, Sonoda, Koyama,
Kawai, Inoue, Katayama, Hirano, Hokari,
Hokari, and Komoda, 285

reactivity, binding, nudeophile, kinetic parti-
tioning, transgalactosylation, Petzelbauer,
Splechtna, Nidetzky, 341

receptor, exon-intron organization, gene ex-
pression, medaka fish, membrane guanylyl
cyclase, repeated sequence, Yamagami,
Suzuki, Suzuki, 39

receptor tyrosine kinase, brain-derived neu-
rotrophic factor, FRS2/SNT, neurotrophin,

signal transduction, Yamada, Suzuki, Mizu-
tani, Asada, Matozaki, Ikeuchi, Koizumi,
Hatanaka, 157

recombinant, a-thrombin, inclusion body, pre-
thrombin-2, refolding, Soejima, Mimura,
Yonemura, Nakatake, Imamura, Nozaki,
269

reconstitution of the 0^,7 complex, amino
acid replacement, ATPase activity, nuclear
magnetic resonance (NMR), nucleotide
binding, Tozawa, Yogi, Hisamatsu, Ozawa,
Yoshida, Akutsu, 527

refolding, a-thrombin, inclusion body, pre-
thrombin-2, recombinant, Soejima, Mi-
mura, Yonemura, Nakatake, Imamura, No-
zaki, 269

—, amino acid replacement, intramolecular
chaperone, propeptide, subtilisin, tertiary-
structure—forming mutant, Kojima, Yanai,
Miura, 471

regulation, ATPase inhibitor (IT,), ATP syn-
thase, FjF^ATPase, mitochondria, Ichi-
kawa, Karaki, Kawabata, Ushida, Mizu-
shima, Hashimoto, 687

renin, binding protein, GlcNAc 2-epimerase,
nucleotides, Thkahashi, Hori, Thkahashi,
Ogasawara, Tbmatsu, Saito, 815

repeated sequence, exon-intron organization,
gene expression, receptor, medaka fish,
membrane guanylyl cyclase, Yamagami,
Suzuki, Suzuki, 39

repressor, inducer, operator, promoter, tran-
scriptional regulation, Lee, Hsu, Shaw, 569

respiration-deficient mutant, ATPase inhibi-
tor, F^oATPase, intramitochondrial ATP,
mitochondrial membrane potential, Lu,
Miyazawa, Yamaguchi, Nowaki, Iwatsuki,
Wakamatsu, Ichikawa, Hashimoto, 873

retinoic acid, ligase, rat liver, retinoyl-CoA,
retinoylation, Wada, Fukui, Kubo, Taka-
hashi, 457

—, acetylcholine, choline acetyltransferase,
high affinity choline transport, phosphatid-
ylcholine, Bussiere, Vance, Campenot, Vance,
561

retinoyl-CoA, ligase, rat liver, retinoic acid,
retinoylation, Wada, Fukui, Kubo, Taka-
hashi, 457

retinoylation, ligase, rat liver, retinoyl-CoA,
retinoic acid, Wada, Fukui, Kubo, Taka-
hashi, 457

retrovirus vector, bone marrow cells, CH-296,
gene transfer, gibbon ape leukemia virus,
Chono, Yoshioka, Ueno, Koto, 331

reverse hydrolysis, endoglycoceramidase, fluo-
rescence-labeling, glycosphingolipids, trans-
glycosylation, Horibata, Higashi, Ito, 263

Rho, GTPase activating protein, PKN, protein
kinase, protein-protein interaction, Shi-
bata, Oishi, Yamagiwa, Matsumoto, Mukai,
Ono, 23

rhodopsin, chimeric mutant, G protein, G pro-
tein-coupled receptor, metabotropic glu-
tamate receptor, Yamashita, Tbrakita,
Shichida, 149

ribosome, decoding center, protein-RNA inter-
actions, RNA-binding protein, X-ray struc-
ture, Hosaka, Yao, Kimura, Tanaka, 695

ribozyme, evolution, GNRA loop, intron, RNA
motif, Ikawa, Nohmi, Atsumi, Shiraishi,
Inoue, 251

rice lectin, apoptosis, cell cycle arrest, mistle-
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toe, tumor cells, wheat germ, Miyoshi, Ko-
yama, Katsuno, Hayakawa, Mita, Ohta,
Kaji, Isemura, 799

RNA-binding protein, decoding center, pro-
tein-RNA interactions, ribosome, X-ray
structure, Hosaka, Yao, Kimura, Tanaka,
695

RNA motif; evolution, GNRA loop, intron,
ribozyme, Ikawa, Nohmi, Atsumi, Shiraishi,
Inoue, 251

RNA polymerase, "C-carbonyl NMR, CRP,
protein—protein interaction, transcription
regulation, Lee, Won, Park, Kyogoku, Lee, 57

RNase MCI, additive, Momordica charantia,
site-directed mutagenesis, substrate bind-
ing, Numata, Kimura, 621

Saccharomyces cereuisiae, calnexin, glycosyla-
tion of lysozyme, quality control, Song,
Sata, Saito, Usui, Azakami, Koto, 757

scaffold protein, JNK/SAPK pathway, MLK
family, signal transduction, Ikeda, Hase-
gawa, Masaki, Moriguchi, Nishida, Kozu-
tsumi, Oka, Kawasaki, 773

SDS, (3-galactosidase, frequency-domain fluo-
rometry, protein stability, D'Auria, Cesare,
Gryczynski, Rossi, Lakowicz, 13

secretion, alveolar type II cell, annexin, lamel-
lar body, pulmonary surfactant, Sohma,
Ohkawa, Akino, Kuroki, 449

self-assembly, early endosome, membrane
trafficking, sorting nexin 1, Nakamura,
Sun-Wada, Yamamoto, Wada, Futai, 765

sensorgram, adenylate kinase, inhomogeneity,
monoclonal antibody, optical biosensor, Luo,
Zhou, Zou, Shen, 553

serine protease, amphiphilic a-helix, antibac-
terial peptide, bacterial membrane, insect,
Tsuji, Aoyama, Thkeucfu, Homma, Taka-
hashi, Nakajima, Shimada, Natori, 313

—, brushborder membrane, intestinal mu-
cosa, subcellular localization, substrate
specificity, Kishi, Yamazaki, Yasuda, Yaha-
gi, Ichinose, Tsuchiya, Athauda, Inoue,
Thkahashi, 425

serine/threonine kinase, apoptosis, calcineurin
B-like protein, NHE, Matsumoto, Miyake,
Nagita, Inoue, Shitakubo, Tbkemoto, Oh-
tsuka, Murakami, Nakamura, Kanazawa,
217

Shiga toxin, blocking antibodies, carbohydrate
recognition, enzyme-linked immunosorbent
assay, Escherichia coh, Imai, Matsuura,
Ono, hhikawa, Ito, 665

short consensus repeats (SCR), complement
regulatory protein, mouse membrane cofac-
tor protein (CD46), soluble isoforms, tran-
scriptome, Tsujimura, Nunoue, Inoue, Shi-
da, Kurita-Taniguchi, Matsumoto, Nomura,
Takeya, Seya, 841

sialidase, influenza virus, neuraminidase, pH
stability, Takahashi, Suzuki, Nishinaka,
Kawase, Kobayashi, Jwa Hidari, Miyamoto,
Guo, Shortridge, Suzuki, 279

signal transduction, brain-derived neurotro-
phic factor, FRS2/SNX neurotrophin, recep-
tor tyrosine kinase, Yamada, Suzuki, Mizu-
tani, Asada, Matozaki, Ikeuchi, Koizumi,
Hatanaka, 157

—, JNK/SAPK pathway, JVtLK family, scaffold
protein, Ikeda, Hasegawa, Masaki, Mori-
guchi, Nishida, Kozutsumi, Oka, Kawasaki,
773

Sindbis virus, Alzheimer's disease, amyloid p
peptide, neprilysin, neutral endopeptidase,
Hama, Shirotani, Masumoto, Sekine-Ai-
zawa, Aizawa, Saido, 721

site-directed mutagenesis, amino acid specific-
ity, aminoacylatdon, non-canonical amino
acid, tyrosyl-tRNA synthetase, Ohno, Yoko-
gawa, Nishikawa, 417

—, electron transfer, flavin-binding motif,
NADH-cytochrome 66 reductase, protein
stabib'ty, Kimura, Nishida, Iyanagi, 481

—, additive, Momordica charantia, RNase
MCI, substrate binding, Numata, Kimura,
621

—, biotin synthase, chemical modification,
iron-sulfur cluster, Farh, Hwang, Stemrauf,
Chiang, Shiuan, 627

—, acetyl-CoA, synthetase, active site residue,
Bradyrhizobium japonicum, steady-state
kinetics, Lee, Na, Koo, Kim, 807

smooth muscle cell, arginine-specific ADP-
ribosyltransferase, gizzard, GPI-anchor,
PI3-kinase, Yamada, Terashima, Shimo-
yama, Tsuchiya, 335

snake venom, ADP-induced platelet aggrega-
tion, disintegrin, laser-light scattering,
platelet shape change, Okuda, Morita, 407

SNOAM, neuron, patterning, SPM, SNOM,
Degenaar, Le Pioufle, Griscom, Tixier, Akagi,
Morita, Murakami, Yokoyama, Fujita, Th-
miya, 367

SNOM, neuron, patterning, SPM, SNOAM,
Degenaar, Le Pioufle, Gnscom, Tixier, Akagi,
Morita, Murakami, Yokoyama, Fujita, 7b-
miya, 367

sodium-motive force, flagella, motor, torque
generation, Vibrio, Okabe, Yakushi, Asai,
Homma, 879

soluble isoforms, complement regulatory pro-
tein, mouse membrane cofactor protein
(CD46), short consensus repeats (SCR),
transcriptome, Tsujimura, Nunoue, Inoue,
Shida, Kunta-Taniguchi, Matsumoto, No-
mura, Takeya, Seya, 841

sorting nexin 1, early endosome, membrane
trafficking, self-assembly, Nakamura, Sun-
Wada, Yamamoto, Wada, Futai, 765

spectrin, hemolysis, high pressure, human
erythrocyte, vesicle, Yamaguchi, Miyamoto,
Terada, 597

SPM, neuron, patterning, SNOM, SNOAM,
Degenaar, Le Pioufle, Griscom, Tixier, Akagi,
Morita, Murakami, Yokoyama, Fujita, Ta-
miya, 367

Src, HB-EGF, hyperosmotic stress, JNK, Koh,
Che, Higashiyama, Takahashi, Miyamoto,
Suzuki, Taniguchi, 351

steady-state kinetics, acetyl-CoA, synthetase,
active site residue, Bradyrhizobium japoni-
cum, site-directed mutagenesis, Lee, Na,
Koo, Kim, 807

structural stability, dihydrofolate reductase,
enzyme function, point mutations, trypto-
phan residues, Ohmae, Sasaki, Gekko, 439

subcellular localization, brushborder mem-
brane, intestinal mucosa, serine protease,
substrate specificity, Kishi, Yamazaki, Yasu-
da, Yahagi, Ichinose, Tsuchiya, Athauda,

Inoue, Thkahashi, 425
subsite, chitooligosaccharide, chitosanase,

substrate binding, unfolding, Tremblay,
Yamaguchi, Fukamizo, Brzezinski, 679

substrate binding, additive, Momordica cha-
rantia, RNase MCI, site-directed mutagen-
esis, Numata, Kimura, 621

—, chitooligosaccharide, chitosanase, subsite,
unfolding, Tremblay, Yamaguchi, Fukamizo,
Brzezinski, 679

substrate recognition, mitochondrial process-
ing peptidase, mitochondrial protein precur-
sor, presequence, processing, Kojima, Yama-
saki, Kitada, Ogishima, Ito, 497

substrate specificity, aminotransferase, dual-
substrate enzyme, ping-pong bi-bi mecha-
nism, Thermus thermophilus, Urn, Nakai,
Kawaguchi, Miyahara, Hirotsu, Kuramitsu,
89

—, autoprocessing enzyme, pro-region, protein
engineering, subtilisin E, Takahashi, Ha-
suura, Nakamon, Takagi, 99

—, brushborder membrane, intestinal mu-
cosa, serine protease, subcellular localiza-
tion, Kishi, Yamazaki, Yasuda, Yahagi, Ichi-
nose, Tsuchiya, Athauda, Inoue, Takahashi,
425

subtilisin, amino acid replacement, intramo-
lecular chaperone, propeptide, refolding,
tertiary-structure—forming mutant, Kojima,
Yanai, Miura, 471

subtilism E, autoprocessing enzyme, pro-
region, protein engineering, substrate speci-
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